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1. INTRODUCTION 3. UTILIZED SYSTEMS AND DEVELOPMENT PROCESS
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1. Develop EBV spike-in control for viral safety and verify by sequencing analysis. 2. Develop EBV control for viral load monitoring.
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2. THE DEVELOPMENT GOAL 6. CONCLUSIONS
1. Optimize EBV production in B95-8 cells by improving induction, culture, and harvest 1. We successfully optimized the EBV production workflow from virus induction to purification for generating high-purity EBV stocks with minimal host DNA
conditions to increase viral yield and consistency. contamination and complete genome integrity.
2. Improve EBV purity and quality through optimized cesium chloride density-gradient 2. The optimized EBV-GFP surrogate workflow reliably verified heat inactivation, demonstrating that heat treatment for 40—60 minutes results in no detectable infectivity.

ultracentrifugation to enrich infectious virus and reduce host-cell contaminants.
3. This work provides a scalable foundation for standardized EBV reference materials that support viral safety testing and viral load monitoring,

3. Develop EBV inactivation and verification strategies using EBV-GFP as a surrogate

to confirm loss of infectivity after inactivation treatment. 7. REFERENCES
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