IMPROVED PORCINE CIRCOVIRUS PRODUCTION AND CHARACTERIZATION METHODS FOR VIRAL SAFETY STUDIES
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1. INTRODUCTION 3. METHODS
Robust Adventitious Agent Detection is Essential to Ensure Safe Therapies Virus Propagation Workflow Infectivity Titration by qPCR-assisted TCID50
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4. RESULTS
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5. FUTURE PERSPECTIVES
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6. CONCLUSIONS

1. An optimized PCV-1 production workflow was established, consistently yielding high-titer virus preparations (~10'° genome copies/mL).

1. Establish a robust workflow to produce a high-titer,
PERV-free, well characterized PCV-1 reference material
for viral safety applications.

2. An improved CsCI ultracentrifugation protocol generated highly purified PCV-1 preparations with no PERV contamination and substantially reduced host genomic DNA contamination.

Well 3.

characterized IBRS-2 and LLC-PK1 cells were identified as PCV-free, permissive cell lines suitable for infectious PCV-1 titration.

2. Identify PCV-free, permissive porcine kidney epithelial 4. A qPCR-assisted TCID;, assay was developed, enabling accurate and reproducible infectivity quantification in the absence of cytopathic effects (CPE).
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3. Develop a gPCR-assisted TCID;, platform for rapid and RZ&:{:G @ High titer generation molecular adventitious agent detection assays.
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lllustration figures were generated using ChatGPT image-generation tools based on prompts and guidance provided by the author.

4. Validate the genetic integrity and quantitative properties
of the reference material using ddPCR and Illlumina next-
generation sequencing (NGS).
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